.
PCR primer pair sequences for cycloheximide treatment experiment.
Gene Accession number
Forward primer Reverse primer
NM_009519.2 GGTGGTACACCGGCCTATG TCACTGCCGTTGGAAGTCTTG Bhlhe40: basic helix-loop-helix family, member e40 (217nt); Ccrn4l: CCR4 carbon catabolite repression 4-like (S. cerevisiae) (207nt); Csf2: colony stimulating factor 2 (granulocytemacrophage) (157nt); Dusp2: dual specificity phosphatase 2 (232nt); Errfi1: ERBB receptor feedback inhibitor 1 (182nt); Foxc2: forkhead box C2 (192nt); Hes1: hairy and enhancer of split 1 (166nt); Id1: Inhibitor of DNA binding 1 (203nt); Id3: Inhibitor of DNA binding 3 (202nt); Il1rl1: interleukin 1 receptor-like 1 (202nt); Inhba: inhibin beta-A (183nt); Kctd11: potassium channel tetramerisation domain containing 11 (239nt); Klf10: Kruppel-like factor 10 (218nt); Klf9: Kruppel-like factor 9 (160nt); Lce1f: late cornified envelope 1F (242nt); Lif: leukemia inhibitory factor (156nt); Myc: myelocytomatosis oncogene (274nt); Pdgfa: platelet derived growth factor, alpha (232nt); Penk: preproenkephalin (274nt); Ret: ret proto-oncogene (199nt); Serpinb2: serine (or cysteine) peptidase inhibitor, clade B, member 2 (226nt); Smad7: SMAD family member 7 (225nt); Snai1: snail family zinc finger 1 (179nt); Sphk1: sphingosine kinase 1 (218nt); Trib1: tribbles homolog 1 (249nt); Wnt11: wingless-related MMTV integration site 11 (183nt). CALML3  1  0  DSC1  3  1  CALML5  5  2  DTNA  0  1  CALU  1  0  DUS3L  0  2  CAND2  0  2  DUSP9  1  0  CAPN2  2  0  DYNC1LI1  0  2  CASP14  2  2  DYNC1LI2  0  1  CBS  4  0  DYNC2H1  1  0  CCDC47  3  1  EARS2  2  2   ECM29;KIAA0368   10  8  IDH1  3  0  EHD4  4  0  IDH3B  1  0  EHD4;EHD3  0  2  IGHA1;IGHA2  1  0   EIF2B3  1  0   IGHG1;IGHG3;IGH  G4;IGHG2   2  0   EIF2B4  1  0  IKBKAP  4  5  EIF2B5  1  2  IMMT  17  16  EIF4G2  0  2  IPO11  1  0  ERAL1  1  0  IPO4  6  6  ERLIN1;ERLIN2 2 0 IPO7 6 7 ERVK6;ERVK-6;ERVK-5 0 1 5  5  HADHB  7  0  NCAPG  0  1  HEATR1  3  3  NCAPH  1  0  HEATR2  4  3  NCBP1  2  1  HELLS  5  4  NCLN  4  2  HELZ  3  2  NDUFA10  2  0  HK1  6  3  NDUFS1  7  1  HK2  6  2  NDUFV1  3  0  HM13  1  0  NEFL  18  13  HNRNPUL2  0  2  NEURL4  0  1  HPSE  1  0  NKRF  1  0  HPX  2  0  NOB1  2  0  HSDL2  3  0  NOC2L  4  2  IARS2  5  0  NOC3L  2  0   NOC4L   2  0  SDHA  2  0  NOL6  0  2  SEC31A  1  0   NOP14  3  0   SEC61A1;SEC61A  2  2  0  NPEPPS;NPEPP  SL1  2  2  SERPINA3  1  0  NRBP2  0  1  SHROOM3  0  2  NSF  7  2  SLC16A1  1  2  NSUN2  8  7  SLC22A13  1  0  NSUN4  2  0  SLC25A12  7  3  NUP107  6  0  SLC25A13  11  6  NUP133 1 1  0  TARS2  6  4  PNN  0  3  TBC1D10B  0  1  POLD1  7  6  TBCD  3  3  POLD3  1  0  TBRG4  3  0  POLR1C  2  0  TELO2  6  0  POLR2A;SLC35G  6  1  0  TET3  0  1  POLR2B  4  3  TFIP11  2  1  POLR3A  0  2  TGM3  0  2  POP1  0  7  THOC1  7  17  POR  1  0  THOC2  12  20  PPA2  0  1  THOC3  2  0  PPAN-P2RY11;PPAN  1  2  THOC5  36  35  PPM1G  2  0  TIMM44  2  0  PPP6R1  1  1  TMEM48  1  0  RBM14  11  3  TNKS  0  1  RBM15  1  0  TNPO1  5  0  RBM28  5  4  TOMM40  1  0  RCC1  3  0  TOP2B  2  5  RFC2  3  0  TRIP13  4  0  RGPD3  7  6  TROVE2  3  0  RNF40  6  5  TSFM  1  0  RNH1  1  0  TTC27  3  1  RPAP1  2  0  TTC37  2  2  RRM1  2  0  TTLL12  9  3  RRP12  5  4  TUBGCP2  0  2  RRP15  1  0  TUBGCP3  4  0  RRP1B  2  5  TXNDC5  1  0  RTCD1  1  0  UBE2O  1  0  S100A7  2  0  UBE3C  3  1  S100A8  4  4  UBTF  3  1  S100A9  4  3  UMPS  2  3  SAMHD1  3  3  UNC45A  1  0  SCAMP4  0  1  UPF1  1  0  SDF4  2  0  UQCRC1  6  0   UQCRC2   9  0  VTN  3  0  USO1  5  1  XAB2  1  1  USP10  2  1  XPO5  5  7  USP5  1  0  XPO7  3  1  UTP14A  1  0  XPOT  8  2  UTP20  0  2  XRN1  0  5  VPS35  1  0  YTHDC2  1  4  VPS4A  0  2  ZRANB1  1  1  VPS52  2  4  ZSCAN29  1  0  VPS53  2  0  ZW10  1  0 This table was compiled with the use of a list of known non-specific interactor proteins (www.crapome.org). A threshold value for the use of the crapome.org data was set by reference to known interactors of THOC5, namely THOC1, 2, and 3.
